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ALA : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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CYS : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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ASP : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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GLU : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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PHE : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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GLY : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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HIS : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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ILE : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)

ASGL−1.3.2; 20070910  234445.538; File: /synth1/home/ben/imp/mdt/constr2005/chi4/asgl1−a.top, Pg: 1



−200 −100 0 100 200
0.00

1000.00

2000.00

3000.00

4000.00

5000.00

6000.00

78728.0 POINTS

CHI4 IN A (55)

F
R

E
Q

U
E

N
C

Y

LYS : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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LEU : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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MET : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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ASN : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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PRO : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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GLN : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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ARG : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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SER : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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THR : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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VAL : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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TRP : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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TYR : RESIDUE TYPE OF A (1)
<2 : X−RAY RESOLUTION OF A (35)
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